Innovating & integrating structural solutions to accelerate research
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HAUPTMAN-WOODWARD
MEDICAL RESEARCH INSTITUTE

The Hauptman-Woodward Medical Research Institute offers a range of
Structural Solution Services to academic and Industrial partners including
accessible single-particle cryo-EM, comprehensive crystallization screening,
and streamlined synchrotron X-ray data collection. Our philosophy Is to provide
iIndustry level capabilities at the highest standards for quality, reliability,
efficiency, and productivity while providing confidentiality and expert support for
challenging experiments. We are invested In your success by providing cost-
effective access to world-class research capabilities.

How we work to enable your success

—L Expertise & Confidentiality }

« Decades of combined technical expertise & scientific knowledge to help you
develop project strategies

» Serving academic and proprietary users confidentially for over two decades

—{ State-of-the art Instrumentation }
* Timely access to instrumentation that is otherwise cost-prohibitive for individual
researchers
« Rapid data delivery to keep your projects on track

—{ Innovation }

* Providing a unique combination of structural solutions services to address a broad
range of structural biology projects

* Ongoing development of new technologies, techniques, and capabillities

HWI
CRYO-EM
CENTER

!i HHHT
HHHH
al tHH e
W) geEsars a0 mmamm
sEEa >
¢ =
t
A
\ b S a
\ } H
\ o HH
\ ) P
\ : H
\ e HH
\ TH
\
\
|
\

Plunge freezing of
protein on TEM grid
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Minimal sample requirements
Dedicated sample preparation laboratory

Rapid access to instrumentation
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www.imca-cat.org

www.getacrystal.org
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Purified protein samples
shipped to HWI for set up
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Image 1,536 wells over
time to identif
crystallization conditions
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Robotic liquid handlers set
up the microbatch under
oil 1,536 experiments

Oil & crystallization
cocktails added to each of
the 1,536 wells & imaged
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UV-TPEF
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crystals appear over time

State-of-the-art Formulatrix 1000 with SONICC imager

. ( Data analysis & structure
used to monitor crystal growth over time
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Minimal sample requirements
Setup occurs on a regular schedule
Equivalent of sixteen 96 well plates
Confirmation of protein with UV fluorescence
Able to identify protein crystals within precipitate
Automated image analysis with accuracy better than a human
Over two decades of operation

Lisa J.
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Executive
Director

IMCA-CAT

Industrial Macromolecular Crystallography Association
Collaborative Access Team
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Industrially proven

High brilliance equates to highest resolution
Rapid turnaround

Access to multiple synchrotron sources
Remote data collection
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Collect images,
analyze data

Ship crystals to
synchrotron

Process data, analyze, &
structure determination

Optimized
crystals
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Contact us

The Chicago
Team at
IMCA-CAT on
the Advanced
Photon Source

Blanca Carbajal Gonzalez, MS
Business Development Director
bcgonzalez@hwi.buffalo.edu

Www.Cryo-EM.center




