
High-Throughput Crystallization Screening Center

Sample Submission Form

Type of screen (soluble or membrane protein):  ____________

Principal Investigator:

Is this research funded (please circle)

 
By NIH?    YES       NO           By NSF?     YES       NO
Contact Person (name, lab/physical address and email):
To access images immediately through an ftp account, please supply a password. 

ftp password:

Once an ftp account is established for you, the same username and password will be used to access the images for all future proteins you send.  Once your samples are set up for crystal screening, you will receive information regarding how to access your ftp account.

SAMPLE Information
This sample is a non-toxic, non-hazardous, non-infectious protein solution intended for crystallization and for laboratory use only.  _______ (initials)

	Required Information

	Sample Name:
	Protein Name/Source:

	Protein Solution Volume:


	Protein Concentration (mg/ml):


	Date Purified:


	Date Shipped:


	Chemical additives in the protein solution (include pH):



	Protein Molecular Weight/ Subunit Information (Da):



	Tryptophan present?           How many:



	Recommended storage temperature for sample upon arrival: 
Recommended thawing temperature (if frozen):  4oC      or      30oC water bath   




	

	Temperature requested for incubation:        23oC      14oC      or      4oC

Note: 4oC plates will be read at 14oC



	SDS-PAGE comments (please submit a copy of the gel):



	Additional Information/Comments:


	Additional information for samples submitted for membrane protein screening

	Class of membrane protein (e.g. monotopic, transmembrane (beta barrel) or  transmembrane (alpha helical):



	Predicted number of transmembrane domains:



	Detergent used for solubilization:                                                           Detergent concentration: 


	Detergent used for purification:                                                              Detergent concentration:



Make an email  reservation for the screening and submit an order form by the reservation deadline.

For shipping, we make the following recommendations: 

· Ship on Monday-Wednesday to reduce the risk of a weekend delivery delay.
· Use an insulated Styrofoam shipping container.

· Use dry ice for frozen samples.

· Use gel packs to maintain 4°C or 23°C sample temperatures.

· Protect your protein sample tube by some means.(e.g. place it in a larger 50ml tube)

Individual samples must be shipped in a single labeled microcentrifuge tube containing a minimum protein solution volume of 500L. The label should include the name of the investigator and sample name.  

A completed submission form should be emailed to htslab@hwi.buffalo.edu upon shipping.  A hard copy of the submission form must be included in the package with your sample(s).  
Samples should be shipped to the following address:
High-Throughput Crystallization Screening Center
Hauptman-Woodward Medical Research Institute
700 Ellicott Street
Buffalo, New York 14203, USA

Note, if the HTCSC assists you in identifying initial crystallization conditions, please reference the appropriate screen and let us know so we can add you to our Structures Solved! list.
· Soluble Screen. Luft, JR, et al. A deliberate approach to screening for initial crystallization conditions of biological macromolecules. J. Struct. Biol. 2003; 142, 170.
· Membrane Screen.  Koszelak-Rosenblum, M, et al. Determination and application of empirically derived detergent phase boundaries to effectively crystallize membrane proteins. Protein Science 2009; 18, 1828.
